
14-09986
14-13402

14-18050
14-13700
14-03246 
14-10145
14-10234
14-11845
14-12454
14-13641
14-15429
14-16043
14-16587
14-15971
14-17273
14-10235
14-11423

14-10735
14-12259
14-12604
14-13642
14-15491
14-14750
14-16589
14-16585
14-17648
14-16590
14-15751
14-15146
14-14393
14-13640
14-12397
14-11695
14-10233
14-09215
14-12260
13-20164
13-20251
13-20252
14-18046
JX898726 
14-10893
14-10892
14-18045

13-15871-1
14-06912

JX898723 P
14-18050

13-15872 1
13-11005 1

JX090639
JX090620

14-05451
13-03638 
13-15394 

14-10052
14-16039

13-20159
13-08225 1

13-20338 
13-20165

JN604295
13-10732 

JF815650
14-16594
13-15869 

14-17463
13-12388 
13-10841 

13-15256-1
13-15256-2

12-15908
14-08423
HQ385247
13-19995
13-20157
13-20158
13-20776
13-20585 
13-12939 
13-13580 

AB263405
JN604206
13-09379 

13-15778 
13-11498 

JX090649
13-19054
13-09684 
14-18043

FJ904346
13-15131 

14-03247
13-02232 

12-16703
12-16756
13-15085 

13-10423 
13-20163

13-09246 
14-10454

13-11590 
13-15845 D

13-20200
14-18049

JN604207
14-17387
13-10678 
FJ904353

13-20337 
14-01984

14-12340
13-08426 
13-14834 1

14-05990
SMI 14-063

13-15841 E
14-16596

14-18047
14-17596
14-18048

13-13172 
KC315303

GQ85551
13-09171 

14-18041
13-12863 1

13-10339 
13-17287
14-08944
13-15842 
12-16755

13-15922 1
13-13845 
14-08781

14-16586
14-10651

JX125373
13-15777 

JQ341784
13-10679 
13-13457 

13-10254 1
14-15147

13-20336 
14-18042

14-12613
14-13014
JN604248
13-15656 

13-10108 
14-05211
13-20339 

13-20160 
12-16704

13-17864
13-17380

JX144293
13-20161

14-18044
14-13366
14-16588

14-16591
14-16828
14-16996
14-13891

13-09380 
14-03245
JN604184
13-09529 1

KC315324
HQ692745

13-11690 1
14-09370

14-01601
5B PE pane

13-12441 
13-15084

GQ855338
13-20032

13-10009 
14-16593

13-09170 130426 F
14-16592

Genotyp D

Genotyp E

Genotyp C

Genotyp A

Genotyp B

Genotyp F

Fylogenetisk träd, NJ, baserat på analys av 
HBV/hela S-genen (1170nt).

Markerat i rött - HBV-fall sekvenserade vid 
Folkhälsomyndigheten 2014.

Markerat i svart – HBV-fall sekvenserade vid 
Folkhälsomyndigheten 2013, samt internationella 
referenssekvenser från GenBank. 

Utbrott 1
D/ayw3

Utbrott 2
D/ayw3

Utbrott 3
A/adw2

C/adr


